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	Analysis Request



Ref. Study (platform):      

STEP 1 (to be filled by the customer):
	General Information
	Request date:      

	Customer Name:      

	Laboratory:      

	Tel.:      
Email:
     
	Address:      


	Scientific project summary

	     


	Problematic (what you’re waiting from us)

	     


	Description of the samples to be analysed (preparation protocol, solubility, …)

	     


	Supplementary Information (scans, protein sequence, modification sites, bibliographic references,…)

	     


	Type of service: (see next page)

	Collaborative Service               FORMCHECKBOX 

	Non Collaborative Service     FORMCHECKBOX 
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Description of Services
EDyP-Service platform (ISO9001:08 certified and IBiSA labelled) relies on an experienced team to propose service in protein and proteome characterizations based on nanoLC-MS approaches.

Proteomic analysis requests from academic laboratories as well as companies can be handled by EDyP-Service.

A detailed description of the services offered by the platform, general terms and conditions of sale and confidentiality are accessible on EDyP website. 

In order to guarantee an optimal relevance of the results sent to our customers, demands and quality criteria have been defined for each of the key steps of the analysis: 

	Principal Features of an EDyP-service Service

	Steps
	Demands / Criteria

	Strategy adjustment 
	- Descritpion of the project by the customer via the analysis request form
- Discussion with the designated privileged contact on the platform
- Validation of the strategy by acceptation of the specifications by the customer and the platform

	Sample handling
	- Application of the guidelines described in the sample preparation guide
- Upon receipt of samples, application of the best storage conditions (room temperature, fridge or freezer)

- Attribution of a unique number for optimised traceability of the samples within our in-house LIMS (ePIMS)

	
	- EDyP-service offers to separate customer’s protein samples on commercial SDS-PAGE gels and stain them (Coomassie blue or silver nitrate)   25 € per gel
	

	
	- Automation of the different sample treatment steps (destaining, cysteine-modification treatment, tryptic digestion and peptide extraction) using a sample handling robot (EVO15, Tecan)
	

	Sample analysis
	- Peptide analysis using a nanoLC-MS/MS setup (U3000 and LTQ-Orbitrap or Q-Exactive, Thermo Scientific) 
	- Peptide  analysis using a nanoLC-MS/MS setup (U3000, Dionex and QTrap5500, AB Sciex) 
	- whole protein analysis using a nanoLC-MS/MS setup (U3000, Dionex and LTQ-Orbitrap, Thermo Scientific)

	Technical
	Identification and comparison
	Relative quantification 

(SILAC and label-free)
	Targeted quantification:

SRM
	Whole proteins:

Top-Down

	Data treatment
	- Identification of the peptides and proteins in the sample using the commercial software Mascot (under paid local license).

- Validation of the protein list obtained using IRMa, if asked samples comparison using hEIDI (in house softwares)
	- Relative quantification of the proteins (minimum 3 replicates) using the freeware software Maxquant (Cox, J. and Mann, M. 2008, Nat. Biotechnol.)
- If necessary, data analyzis using statistical tools. 


	Using standard peptides 
And the commercial software Skyline (under paid local license).


	manual  interpretation.

	Collaborative Service 1
	95 € per hour of nanoLC-MS/MS analysis*
1 The customer agrees to promote the obtained results by associating the platform as co-author of any publication or communication.
	* Prices for samples prepared as SDS-PAGE gel slices (2D spots or 1D bands) and for which analysis is performed in standard conditions as described above. Please contact us for any other requests.

	Non Collaborative Service 2
	350 € per hour of nanoLC-MS/MS analysis*
(tapering charges from 10 samples)

2 The customer does not agree to promote the obtained results by associating the platform as co-author of any publication or communication.
	

	Results
	- Results returned to the customer as Excel tables and eventually graphs and figures
- Reading guide to facilitate comprehension of these tables
· Formated in order to produce guideline- compatible data for publication in international proteomics journals (proteins identified with a minimum of 2 peptides, control of false positive rate)

	Request follow-up
	- The EDyP platform team remain available for any questions concerning the results obtained, their valorisation or the continuation of the project

	Delivery times
	- Defined with the customer according to the number of samples.
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Sample preparation
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 contaminations (proteins in hair, dust, etc.)! [image: image2.png]


 Gloves, lab-coat and wash equipments with hot soapy water, use fresh buffers/solutions.
Doesn’t concern whole proteins that have to be sent native in dry ice.
	Steps
	

	1
	You want to send liquid samples for separation by SDS-PAGE by EDyP-Service:

Add Laemmli buffer, heat 5min at 95°C and send at room temperature or in dry ice.
Total volume of the sample: maximum 40µL!



	2
	You want to send gel bands:

Migrate proteins (stacking or separating) before staining (Coomassie blue –preferred- or silver nitrate). 

After staining, scan the gel ([image: image3.png]


 contaminations!!). Send us the image and positions of the cut bands. 

Cut gel bands in 1 mm3 pieces. 
· Coomassie blue staining (preffered)

After destaining, scanning and band cutting, put the 1 mm3 pieces in tubes containing a 10% ethanol solution.

Safely lock the tubes and send them at room temperature.
· Silver nitrate staining
No aldehyde in silver nitrate solution!

After staining, gel has to be scanned and gel bands immediately cut out and unstained. After unstaining, freeze immediately gel pieces. 
Safely lock the tubes and send them in dry ice.



	3
	If samples have to be prepared differently, please contact us for validation.




EDyP-service platform does not accept infectious or radioactive samples

Please consult our sample preparation guide!
STEP 2 (to be filled out by the platform, in agreement with the customer):
	Person responsible for the analysis in EDyP-service

	     


	Sample(s) submitted to EDyP-service

	Number of samples:
	     

	Organism (human, mouse, Arabidopsis, …):
	     

	Sample(s) in compliance with the EDyP-service sample preparation guide:
	YES  FORMCHECKBOX 
  NO  FORMCHECKBOX 


	Protein quantity (if calculable in µg):
	     

	Supposed complexity of the sample(s): 
	LOW  FORMCHECKBOX 
  MEDIUM  FORMCHECKBOX 
  HIGH  FORMCHECKBOX 


	If unique protein, molecular weight:
	

	Protein preparation:
	 FORMCHECKBOX 
 Solution
	Composition of the solution (sels, …):      

	
	 FORMCHECKBOX 
 Gel
	1D

2D
	 FORMCHECKBOX 

 FORMCHECKBOX 

	Protein staining:  FORMCHECKBOX 
 Coomassie blue
                                          FORMCHECKBOX 
 silver nitrate

	
	 FORMCHECKBOX 
 Other
	     


	Analysis strategy in EDyP-service

	Storage of sample(s): room temperature  FORMCHECKBOX 
  fridge  FORMCHECKBOX 
  freezer  FORMCHECKBOX 


	Gel: YES  FORMCHECKBOX 
  NO  FORMCHECKBOX 
,  if YES: stacking  FORMCHECKBOX 
  pseudo-separating  FORMCHECKBOX 
  complete separating  FORMCHECKBOX 


	Protein staining: Coomassie Blue  FORMCHECKBOX 
 Silver Nitrate  FORMCHECKBOX 


	Other processing:      
	

	Type of analysis: shotgun proteomics       FORMCHECKBOX 

top-down proteomics      FORMCHECKBOX 

	targeted proteomics       FORMCHECKBOX 

 FORMCHECKBOX 
 Other:      

	Digesting enzymes: Trypsin  FORMCHECKBOX 
 Other :      
	Number of injections:      

	LC gradient duration:       minutes
	Spectrometer, method:       

	Data analysis:

chosen database(s):      
Modifications :      
	chosen software(s):       

Expected coverage (unique protein):       %

	Other:      


	Delevery time estimated for the analysis (after receipt of sample(s) and acceptance of the analysis request)

	     *


* indicative basis, does not engage the platform


Ref. Study (platform):      

	Price Setting

	Collaborative service  FORMCHECKBOX 
  Non collaborative service  FORMCHECKBOX 


	Analysis
	Number of samples
	Unit Price excl. taxes (€)
	Price excl. taxes (€)

	Nano-LC-MS/MS analysis (chromatographic gradient of       minutes)
	
	
	0,00 €

	
	Total Price excl. taxes
	0,00 €


STEP 3 (validation):
Signature engages the 2 parties to respect the conditions defined in this document as well as the general terms and conditions of sale.
The customer agrees to pay the total price indicated above without delay.
For the customer:      
Date:      
Signing preceded by « agreed and accepted »:      
For EDyP-service platform:      
Date:      
Signing:      
	Sample information form



Ref. Study (platform):      

Sample elimination: unless otherwise advised, remaining samples could be eliminated ONE WEEK after transfer of the results.

	General Information

	Customer Name:      
	Date:      

	Number of samples:      

	
	Sample Name
	Resuspension volume (platform)

	1
	     
	     

	2
	     
	     

	3
	     
	     

	4
	     
	     

	5
	     
	     

	6
	     
	     

	7
	     
	     

	8
	     
	     

	9
	     
	     

	10
	     
	     

	11
	     
	     

	12
	     
	     

	13
	     
	     

	14
	     
	     

	15
	     
	     

	16
	     
	     

	17
	     
	     

	18
	     
	     

	19
	     
	     

	20
	     
	     


	Sample Reception (platform)

	Date of Reception:      
	Platform engineer:      


	Only keep the sodexho form IF reception is NOT IN ACCORDANCE WITH DEFINED CONDITIONS  Ne garder la fiche sodexho que SI la réception n’est PAS CONFORME

	Controls OK :  FORMCHECKBOX 
 YES   FORMCHECKBOX 
 NO
	Anomaly sheet n°:       
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